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ttcg3cccg3 


tc3cctcgg3 


8940 


CCJCCC3.C 1 3C 


ct9C999tct 


gcgsggcgst 


cctgcatctg 


ccg33gccgg 


Lyy i_i_y Lyyy 


9000 


yv_ Lyav_v_yyy 


nmnmnmn 
yL.yyL.yyL.yy 


gcgccggggc 


ggagatcgcc 


"\~nrnrrnrm 

L y*-y*-*-y*-*-y 


acttccggct 


9060 


QQCQQcLCcLCC 




tcggcsgttg 


cctggccggg 


9 t cgggc3t g 


tgggg33Cgt 


9120 


yy Lyaiy 


tccc99ct93 


ccggtccggc 


gcgggcgacg 


g3g3t c t 3cc 


n_ai_i_yyyi_y 


9180 


93t 99 t C t CC 


yyyy<n-yiyy 


cggtgcgcct 


ggggctgttc 


g3ccggc t c t 


gcgaaccgga 


9240 


993t t t C93C 


CgCg33Ctgg 


ccgstctggc 


gggccggttc 


gcggc3c t gc 


cgaccgcttc 


9300 


yy Lyyyy<~ Ly 


ttC339939t 


tgcgggagcg 


gagctggggg 


C3gccggccg 


agtacgggct 


9360 


9C99C t CC39 


93C3C9t3CC 


acctgaagac 


gcacgcgacg 


g t ggccg3cg 


rrmnnannn 
LLLyyydyyy 


9420 


g3t ggccgcg 


ttC3C99393 


agcggccgcc 


ccgcttcacc 


ggcgcc t g3c 


mat arc nan 
i_yy Lyi_i_yyy 


9480 


cggggtctcc 


9CCC99C3CC 


ggggtctccg 


tccggtgccg 


ggccccgtcc 


nntnr mm 3 


9540 


CCC9I1C9999 


CCgCCtCCCt 


ttgcggctgc 


gacggagaga 


g t 3t t c t g3t 


tctgatgaac 


9600 


gcLcLgCSCtCC 


nnrarmrm 
yy*-cn„^y^^y 


cccggcggcc 


tcgccgcctc 




cctgtccgcg 


9660 


cccctgtccg 


CgttCaCCgC 


cggccccgcc 


gaggaggccc 


cccg3.tgci.cc 


ggccccgacg 


9720 


gccg33.ccg t 


C3CC9999CC 


cgcgtcgagg 


agacggcgca 


C3gc3t cg3c 


y ll. LL.L.yyL.y 


9780 


cccggctgc3 


Ct3Ct993CC 


gccggagctg 


cggaccgccc 


yyyy^L^ycy 


ctgacccacg 


9840 


nrnrrnnnnr 
yt_yL<_yyyy<_ 


C93CC3CC9C 


atgttcgatc 


cgcagatccc 


ggc3c t ggtc 


nnmmnnrf' 
yy^yLygyL l 


9900 


3CCgC3CCC t 


9C9Ct9993C 


gtgcgctacc 


acggggcgtc 


cgtctccggc 


a.CgggC3gat 


9960 


t ccg t 3cgg t 


ct3C9C99C9 


cgggacctgg 


cagcgctgct 




gggatgcccc 


10020 


ggcccgtggt 


9Ct9Ct999C 


cagtcgatgg 


gcggcaacat 


C9cgc3gg3g 


tatctgcgcc 


10080 


93C99CCC93 


^-y^-yy n_yi_L. 


gcactcgtgg 


tgatcggctc 


C3.CC t CC33C 


accctgccca 


10140 


t C3cccgggc 


C939C99C9C 


ggcctggcgt 


tctcccgcgc 


c t t C3t gcgg 


ctgatgccct 


10200 


3ccgtcggc t 


93ccc99tc9 


atggccaggg 


cgtcggccga 


nnarrrrnnt" 

yy 0-L.L.L.L.y y L 


nmmn^mf' 
y L.y L.y y aLy l 


10260 


3t c t gcgcg3 


93ccttcct9 


gccascggga 


ggcgctcctt 


CC t C3CC3CC 


"tgggacggc3 


10320 






tcccccgact 


accgggtcga 




cttctcctct 


10380 


gcggtg33C3 


cgscsgcscg 


ggtascstcc 


gctcggcgat 


gg33cggtgg 


sgcgsscgcg 


10440 


3tCCCC3C3g 


cgsgttccst 


gtgatccccg 


gtgccggaca 


tgtcgcc33t 


ctggsccgtc 


10500 


ccgscgsggt 


cssccggctg 


sccgtcgcct 


tcctgaaggc 


ctgsgscccc 


sgcgsgsccs 


10560 


tg3ctg3cc3 


cgacstcacg 


cccgscgcgg 


gacccctccc 
Page 


gstgcccggc 
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tccgscgggt 


10620 







NEW_SEQLIST, 








t C3.9c93.c9c 


gg33gccgcc 


ttcatcagcg 


agatgggttc 


gc t g3t gg3g 


cgctggggcc 


10680 


LL.L.L.y L.ay y l. 


C3ccggccgc 


ctcttcggct 


acctcctgct 


gcgc33C33g 


*-*-y y Ly y aL-L- 


10740 






ctcggccagg 


ecaagagegg 






10800 


33C t 99399C 


ctggtccctg 


gtgeggeget 


cgaccagggc 


*- y y a y a y y 


cggstcgsc t 


10860 


3C9399C99 t 


gggcg3cc t c 


cagcacctgc 


tgctggtgaa 


C3.3CgCCC3t 


3tgcgc33g t 


10920 


t C3CC9393C 


gc t g3gc t eg 


ggaatccegg 


tggegegegg 


cg3ggcccgg 


g3ccg3ctgg 


10980 


CCtCgCtCgC 


cggcctgttc 


aacgggtacg 


tggagcagac 


cg3ggcgc t g 


gtggccgcct 


11040 


nnnpinnrrrn 

yyy^yy<~<~<~y 


yL.yL.yL.L.yL.L. 


acctgagccc 


ggccgttccc 


ttctcccttc 


tg3gcccggc 


11100 


cgttctcttc 


tccctccttc 


tccgcttcct 


cgtccttccc 


cttcctgctt 


ccg3tgg3g t 


11160 




y Ly n_y n_L.y 


tccccgcgcc 


gggcaacgga 


aLaaLLjy L yy 


cc3ccgccg t 


11220 


99C993CCC t 


gg3g t ccgg3 


tccgcccgcc 


ggtcatggac 


gcctgctcgc 


tggtgt3cg3 


11280 


C93C9C999C 


L yy<~yyy<~y L 


acctgaaccg 


getgggegag 


3.3cgcccc t g 


3gt3cctgg3 


11340 


tgtcttctcc 


gcctcgttct 


geeggtaett 


cggcgcctcg 


c3C3ccgcg t 


3ccgcg3cgc 


11400 


gctcgccgtc 


cgccggc3gg 


aegegatega 


cgtgctcctg 


cc3ccgg3cc 


ggcc3ccgt t 


11460 


cgst ctggcc 


gggc3"tctcg 


eggaceggga 


aeggcagggt 




cLg~t~tcgcc3.t 


11520 


yyy<- Lt»yyt»y 


g3,3,cggc"tgc 


cggacggccg 


tacggtcaac 


gagtiggctgc 


t993.93.cc9 1 


11580 


3C9993C9I19 


cgcgsccggd 


tccacgtctg 


ggcegggate 


tccctgcgcg 


ciccccgccgc 


11640 


mmctnrnn 

<-y^-y^- i-y-yy 


ya.yv_ Lyya.yL. 


ggtcgctggc 


ggccggggcg 


a.L.L.yyyL. Ly l 


gcgtc3tccc 


11700 


c t tec t 993c 


ggc3ccg3cc 


cggccgaccc 


gaggttcgee 


ccggtctggg 


3cgccgcggc 


11760 


rnannrnrnn 
'-ya.yy-y^-yy 


ctgccggtct 


ggctgcacac 


cggccaccac 


"ttcgcccgg3 


gcc3cccc3g 


11820 


cggcctgggc 


3gc t ggcg t 3 


eggtcgagae 


gctcgcgggc 


cgcc3ccgcg 


cgctgctgct 


11880 


cgtcgccggg 


v_a.v_y v_y y y v_ l 


ggcccgatgt 


gcaggagatg 






11940 


ccccggggtc 


t t cc t gg3gt 


tctcctcgca 


ccggccccgg 


C3.C3"tg t CC3 


3gcccggct c 


12000 


gggctgggsg 




accacgcccg 


ggggatggcc 






12060 


C3CC t cg3cc 


^- 9 9 9 ^- c 3-3t c 


cggggccgac 


gggaccgctg 


gccg3t g3gc 


tggccgcgct 


12120 


cccgctcccc 


gccg3cg t gg 


tcgccgcctg 


gctctcgggc 






12180 


ccgtgcggcc 


ggg3ccc3cc 


ggggctgagc 


cgcgccggga 


gccctccgg3 


t g3t gcgg3c 


12240 


ccgtcgccgg 


gggcagggga 


tccgccggac 


ggecgaaage 


cgcagccccg 


teggaagect 


12300 


ctttccggc3 


cacgtgggca 


ggaggeggat 


cctggccggg 


ccgggcctac 


cgtcggcctg 




gtcsgccscc 


ccgaccaacg 


gagatgtacg 


acatggcaaa 


gatccttttc 


gtggtgtccg 


12420 


gcgcgg3cc3 


ctggaccctg 


geggaeggea 


cggcccaccc 
Page 


cacgggcttc 
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tgggecgagg 


12480 



3ggccg t ggc 


gCCgtaCCgg 


NEW_SEQLIST. 

gcgttcsccg scgccgggca 


.ST25.txt 
cg3gg t gg t c 


gtcgccaccc 


12540 


<~yyy<~yy<~y l 


CQtCCCQcLCC 


gtggaccggg 


gcagcctggc 


gcccg3cg t c 


aaeggeggge 


12600 


3.993.999090 


cg3cgcggtg 


gcggccggtc 


ttgaggcgtt 


cg3gg3gc t g 


<-yy<-yy<-i-yy 


12660 


tcgccctgg3 


yy a *-y L yy a *- 


ccggscgtgt 


scgscgccgt 


C"ttC 1 3CCCC 


yy*-yy*-*- a *-y 


12720 


gcccg3t gg3 


gg3cctcgcg 


gtggsccccg 


tctccgggcg 


gctgctcgcc 


<-yyy Lyi_ Lyy 


12780 


c t t C999C33 


nrrnrtrnnr 


gtggtctgcc 


scggcccggc 


nnrrir1~rir1~fi 

yy*-y*- L y*- L y 


yi_i_yi_yai-i_y 


12840 


93CCC93C99 


CCggtCCgcg 


ttcgccgggt 


atcggctgac 


gggc t t C3cc 


aacgecgagg 


12900 


a y y a y y <~ 


nnnrttrnrn 

yyy^- L L *-y*-y 


gscssggcgs 


agtggctgct 


cc ptnnptrrnn 


l. Lyy i_yyi_y l. 


12960 


tnnnrnrnna 
Lyyy-y-yyo- 


cttcc3.993.ci 


ggtgsgccct 


gggcgccgtt 


Cg t C3t C3CC 


gaccggaacc 


13020 


t g3tC3cggg 


tC3933CCC9 


gcctcctccg 


tcccgttggc 


cgccg33c t g 


ctcaaccggc 


13080 


tcggc t g3cc 


99CC93tC99 


cggttcgccg 


cccggccggc 


cgggctgttc 


agacccagtc 


13140 


ccgccgcgcg 


ggCggCtCgC 


agagctccag 


caccaccgcg 


cccgtctcgg 


gctcgtcccc 


13200 


993930999c 


C993C9C9C9 


csccgsccgt 


caccsggtgc 


gg3gccgccc 


ccacgatctg 


13260 


9C39C99339 


3C933CCCtt 


ccgsgssccg 


caccagggac 


1~rn1~1~nrnrn 
i_i_y l i_yi_yi_y 


r^nrrtrnnt 


13320 


3.t 39 c 9 9 1 9 9 


accacggcgg 


tccggscgsc 


cacgccgtgg 


ccggtggtgc 


gttegggetc 


13380 


C39"t"tC9Ctc 


gacgcgcaca 


ccgggcacag 


cagccgccgg 


aaeyayyeyy 


tgccgcacca 


13440 


9C99C39C93 


ttgtaggaga 


ggccgcactc 


ctcgtgcgcc 


ttctgg3cgg 


tgcccattgc 


13500 


t 9 t c t 9993c 


3C99CtC93C 


cccctgcgct 


cgactcggac 


gcgccgc3cc 


tgeactgegg 


13560 


gcgcgtccgc 


3CC3t3t99C 


actcagtgcc 


ggaccgtaaa 


ggc3c t g3g t 


gcccattggt 


13620 


3C t C39 t t ct 


C9CC93C99C 


tgcctcgatc 


tgctgcacga 


C3CgCC3C3t 




13680 


ttccgcgcg3 


CC3tC3C93t 


cacctcccct 


ttcccgtcgc 


cgcc3ccgg3 


gaeeggaaag 


13740 


fifififi1~nnrrn 
yyyy Lyyccy 


y i_y LyyyydL 


ggcaggccgc 


ccccacacct 






13800 


t 93t CC3C39 


cc9cctc999 


gtcgcccgcc 


ccgcccgaac 


gc3gcc3C3g 


ccgaagcccg 


13860 


ttgttgtgcg 


CggCg3CC3C 


cgaagcggcg 


atcacctcgg 


cccgc3gc t c 


cccgtcgcga 


13920 


ccctcgccg3 


39C93CCCC9 


cagatgtccg 


gcgagagtct 


g ttcg t 33cg 


gcgcaccacc 


13980 


g3C3gttcgt 


acgtccgcsg 


ccccggcacc 


tcccgagtga 


nnrnntanrn 


ctgcacggsg 


14040 


33c t C9999 t 


t99CC9C9t3 


catccgcagc 


acgatgcgcg 


cggcgtcgc3 


caccgcgccg 


14100 






yyi-yyi-^-iyy 


aactcggtcg 






14160 


tggtccgggs 


sgsccgcgtc 


ctccttggac 


gggaagtagc 


gg33g33cg3 


acgccggccc 


14220 


3ccccggcc3 


gcgccscgst 


gtcgtccscg 


gtcgtccgct 


cg33gccccg 


ctccsggssg 


14280 


3gccgg33gg 


ccgcctgtgc 


gsgcscctcc 


cgcatgggtg 


ccttcttctc 


ggstcctcgc 


14340 


gcctcgctcs 


tgcggcgsss 


cgtsgcsccg 


cgaggaggat 
Page 


tttggcsctg 
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cgtaccttta 


14400 







NEW_SEQLIST . 








c 3.9 3.9 9 9 1 3C 


tCJcLCJtCJCCclt 


33tctctcca 


tcagtacgaa 


tgacacccag 


9" L "gggacc3C 


14460 


etc c c 3.9 9 1 3.9 




cggcgtgagc 


ttgaggatcg 


ttgtctgtgt 


yaay LaLy Ly 


14520 






gcgtttcgcc 


gatgacctga 






14580 


93c 9 9 t c t 9 t 


tgtcgg3gct 


ggscgsgtsc 


gcggtcgagc 


dyyi_y l LyLa 


g3tcgctg3c 


14640 


yyyy<~yy^<~y 


3tgcgg3g3t 


csccgtggtg 


acggtgggtc 


cggaggatgc 


C33gg3cgcg 


14700 


t t gcgc33gg 


cgttgtcgst 


gggtgcggsc 


aaggcggttc 


acgtcgagga 


cgacgatctg 


14760 


C3cggc3g t g 


3"tgtg3tggg 


gscgtcgctg 


gtgctggcga 


aggctgtgga 


g33ggccggg 


14820 


t 3t 93CC t 99 


Ly a li_ Ly Lyy 


gstggcgtcg 


acggacggtg 


Ly a Ly y y Ly l 


nrtnrrnnrn 
yi_ LyL.L.yyi_y 


14880 


ttgctggcgg 


^■9C9"tctggg 


tgtgccgcsg 


gtgacgttgc 


tgtccgaggt 


cgcggtgg3c 


14940 


nn1~nn1~n1~nn 
yy Lyy Ly Lyy 


Ly<*cyyyyi_y 


gcgtgscggt 


gscscggcgt 


ccgagcagct 


Lyayyi_y Li_y 


15000 


cttcccgcgg 




gsccgsccsg 


tcgggtgagg 


cccgttaccc 


gtcgttcaag 


15060 


9993t C3t 99 


C99C933933 


gssgccggtg 


gsgtcgctgg 


acctggacga 


ll. Lyyy ll Ly 


15120 


93C9C993C9 


3ggtcggtct 


ggcgggtgcg 


tggscggtgg 


tggattccgc 


caccgagcgt 


15180 


ccggcgcgg3 


C99C999C3C 


gstcgtgssg 


gacgagggtg 


agggcggcag 


gcagctcgcc 


15240 


gggttcctcg 


c999cc3.93.a- 


gttcatctag 


tccgcatgtc 


tttccccgct 


gttcctctct 


15300 


ctcgtccttt 


cttg'tC'L'gga 


gtgcgttgtc 


atggctgaag 


ttcttgttct 


ggtcgatcac 


15360 


gtggacggtg 


cggtccgcaa 


gcccaccctg 


gagctgctga 


cgctggcgcg 


tcgtgtcggt 


15420 


gacccggtcg 


ccgtggtgct 


gggtgccggt 


gccggggacg 


ctgccccggt 


gctgggtgag 


15480 


cscggtgcgg 


tgaaggtcct 


gacctcggac 


gccccggagt 


tcgcggatta 


tctggtggtg 


15540 


ccg33ggtcg 


acgcgctgc 










15559 



<210> 2 

<211> 1281 

<212> DNA 

<213> STREPTOMYCES GRISEUS 

<400> 2 



atgtctgctg 


sgctgcctct 


gctgcggctt 


tccggcgccg 


ggttcgtcct 


gccggggccg 


60 


gacggccgcg cctgcaccga cctggacacc 


ttctggggtg 


tggtgcgcga 


cggggcgagc 


120 


tgcctctccc 


cgtscgcccs 


tcccgaactc 


cccctccgta 


tcgccgggac 


cgtgaacggc 


180 


tgggacccgg 


sgsccgssct 


cccgctgtcg 


gaacggcaga 


tacgccgttc 


ctcgcgcgcc 


240 


gggctgstgg 


ccscgggtgc 


ggtgcaccgg 


gcgctggagc 


acgccgggct 


gsgcgcggsc 


300 


gscctcgstc 


cggggcgtsc 


cgcgctcgtc 


gcctgctcgc 


tccagttcgc 


gttcccggsg 


360 


sccgsgcgct 


sctscgccct 


ggcccgggsc 


gagggggtcg 


ccgccctcgg 


cstggsgtsc 


420 


tggctcsscg ggsccccgcc 


csgtgtggtg 


ggcaccgtgg 
Page 


cctccggcct 
9 


ccggctgccc 


480 



NEW_SEQLIST.ST25.txt 

tgccagacgc tgagcgtggc gggctcctgc aatgtggcgc tgcggacgct ccacctcgtc 540 

cagcagatgt tccggtgcgg ggacatcgac cgcgcgatcg tcgtcggcgt ggacaccacg 600 

gtggacccgg tcttcgtggc aggcaccagc cacaccggac gcagcggcta ccgcgcgtcc 660 

tcgctctccg acgaccccgc cgacgtccgg ccgcacgacg agatccagac cggcaacgcc 720 

accggggagg gcgcgctcgc cgtggtgctg gaaaacccgg cggcgaccgg ggaccgcccg 780 

gggctgctgc accgcgcgca tctgcgcacc tcgcgctcca acggcccctc caccgtggcc 840 

accggaccgc ccgccaacgt ggtgggcgac gtactggcca cgctggcttc ggcccggcgc 900 

ggcctgggcg atctggcgtt cgtcaacgac tacgcggacg gcaaccggtt cgtcgaggac 960 

cacctgtgcc aggcgctcgc cggggtgaag gaggcggccg ggtacggcgg ggagctgcgg 1020 

ctcaccaacc aggaggcggt cttcgggcat gtcgccggaa ccggcggcct ggtcaaactc 1080 

ctcggcagcc tcctcatgct gcgccacggc catatcgccc ccagcgccaa caccctggtc 1140 

ccgtacgcgg gtctgccggg cgacccggtg ctcgcgggcg gcctggcgac cggcggagac 1200 

agcgcgctgg tgctcgcctc cggggcgggc ggcgacgcca cgagcatggt catcgaatac 1260 

gaaggcggcg acttgccatg a 1281 

<210> 3 

<211> 426 

<212> PRT 

<213> Streptomyces griseus 

<400> 3 

Met Ser Ala Glu Leu Pro Leu Leu Arg Leu Ser Gly Ala Gly Phe val 
1 5 10 15 

Leu Pro Gly Pro Asp Gly Arg Ala Cys Thr Asp Leu Asp Thr Phe Trp 
20 25 30 

Gly val Val Arg Asp Gly Ala Ser Cys Leu Ser Pro Tyr Ala His Pro 
35 40 45 

Glu Leu Pro Leu Arg lie Ala Gly Thr Val Asn Gly Trp Asp Pro Glu 
50 55 60 

Thr Glu Leu Pro Leu Ser Glu Arg Gin lie Arg Arg Ser Ser Arg Ala 
65 70 ~ 75 80 

Gly Leu Met Ala Thr Gly Ala val His Arg Ala Leu Glu His Ala Gly 
85 90 95 



Leu Ser Ala Asp Asp Leu Asp Pro Gly Arg Thr Ala Leu val Ala Cys 
100 105 110 

Page 10 



NEW_SEQLIST . ST2 5 . txt 

Ser Leu Gin Phe Ala Phe Pro Glu Thr Glu Arg Tyr Tyr Ala Leu Ala 
115 120 125 

Arg Asp Glu Gly Val Ala Ala Leu Gly Met Glu Tyr Trp Leu Asn Gly 
130 135 140 

Thr Pro Pro Ser Val Val Gly Thr Val Ala Ser Gly Leu Arg Leu Pro 
145 150 155 160 

Cys Gin Thr Leu Ser Val Ala Gly Ser Cys Asn Val Ala Leu Arg Thr 
165 170 175 

Leu His Leu val Gin Gin Met Phe Arg Cys Gly Asp lie Asp Arg Ala 



lie Val Val Gly Val Asp Thr Thr Val Asp Pro Val Phe Val Ala Gly 
195 200 205 

Thr Ser His Thr Gly Arg Ser Gly Tyr Arg Ala Ser Ser Leu Ser Asp 
210 215 220 

Asp Pro Ala Asp Val Arg Pro His Asp Glu lie Gin Thr Gly Asn Ala 
225 230 235 240 

Thr Gly Glu Gly Ala Leu Ala Val Val Leu Glu Asn Pro Ala Ala Thr 
245 250 255 

Gly Asp Arg Pro Gly Leu Leu His Arg Ala His Leu Arg Thr Ser Arg 
260 265 270 

Ser Asn Gly Pro Ser Thr Val Ala Thr Gly Pro Pro Ala Asn Val Val 
275 280 285 

Gly Asp Val Leu Ala Thr Leu Ala Ser Ala Arg Arg Gly Leu Gly Asp 
290 295 300 

Leu Ala Phe Val Asn Asp Tyr Ala Asp Gly Asn Arg Phe Val Glu Asp 
305 310 315 320 

His Leu Cys Gin Ala Leu Ala Gly val Lys Glu Ala Ala Gly Tyr Gly 

325 330 335 

Gly Glu Leu Arg Leu Thr Asn Gin Glu Ala Val Phe Gly His Val Ala 
340 345 350 

Gly Thr Gly Gly Leu val Lys Leu Leu Gly Ser Leu Leu Met Leu Arg 

Page 11 



355 



NEW_SEQLIST.ST25.txt 

360 365 



His Gly His lie Ala Pro Ser Ala Asn Thr Leu Val Pro Tyr Ala Gly 

370 375 380 

Leu Pro Gly Asp Pro val Leu Ala Gly Gly Leu Ala Thr Gly Gly Asp 

385 390 395 400 

Ser Ala Leu val Leu Ala Ser Gly Ala Gly Gly Asp Ala Thr Ser Met 
405 410 415 

Val lie Glu Tyr Glu Gly Gly Asp Leu Pro 



<212> DNA 

<213> Streptomyces griseus 
<400> 4 

atggggttct gcctgcccgg tgcgggcgac gagccggtgc gcacggccga gcaggtctgg 60 

gcggccgcct ccaccgggac cagtcatgtc gaacgcgacg gcttccacca cgggaccgta 120 

cgcggtgccc gcgaggcgtt cggagagctg ctgccggaca taccggcccg ctatctgcgc 180 

agctacgccg acgtccacct ctacgggctg atctcgctgg ccgaggcctg ccgggacgcc 240 

ggactcgatt acgggaaagg cgagttgaga ggggcggacg tgctgaccgc ccgggccggg 300 

gtggacagca actacgacag ctaccgcgcc tggcacgacg ccgatccggc gacggtcact 360 

ccctcggacg ccaagtccct cttcgtacgg ctcctggtgg cgggcacctc cagcgacgtc 420 

ggccccgtcc aggccgcgct gctcggttcc accggcgcca actacacggt gagctgcggc 480 

tgcgcctcct cctcggtgct gctcggcatc gcccgcatga tgatcgcctc cggccagagc 540 

gacctggtcg tggtcaccgg ggtggaccgc ttcgacaccg aacgggtgct gcacggacac 600 

cggttgcgcg aggtcgtcga gcgcgagggc gtgacggtgc ggcacaacag cgatccgccg 660 

gcagcacccc gtcacgaccg gccgatgcgc ccgtacgacg cggcgggcga ctgcatgaac 720 

tacggcgacg ggtcggtgac cctgatcctg gagagccgcg aacacgccgc cgcgcggggc 780 

gcccggacgc acggggcggt cctcggccag gccaccacgc gcgggggcct gaacagcgcc 840 

gtcgccatcg acaccggcgg tacggggctg gccgaagcgg cccgccgcgc cctgggcgac 900 

catacctcgc tggggcggat cccctacgtc aacgggggcg gcgagggcga cgcgctgttc 960 

acccggatcg agtccaacgc cgtccgcgcc ctgtggggcg accggtccga gcaggtgctg 1020 

gtgagttcgc aggaggcgtg cttcgggcac agcggcgcgc cgctcggcaa tctgggcacg 1080 

gcgctgacgc tgatgatgat gcgcgaggga gaggtctgcc ccacggccaa ctgcgcgacc 1140 
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ccgtcgcccg tctgcacatt cgacccggtc cccggcacca ggacgcgtgc gctgggcttc 1200 

gaccgggccc tgagcttcaa ctaccaggtg ggcggggtca acagcgcact gctgctggga 1260 

ggtggcgatg tctgctga 1278 

<210> 5 

<211> 425 

<212> PRT 

<213> Streptomyces griseus 

<400> 5 

Met Gly Phe Cys Leu Pro Gly Ala Gly Asp Glu Pro val Arg Thr Ala 
1 5 10 15 

Glu Gin Val Trp Ala Ala Ala Ser Thr Gly Thr Ser His Val Glu Arg 
20 25 30 

Asp Gly Phe His His Gly Thr val Arg Gly Ala Arg Glu Ala Phe Gly 
35 40 45 

Glu Leu Leu Pro Asp lie Pro Ala Arg Tyr Leu Arg Ser Tyr Ala Asp 
50 55 60 

Val His Leu Tyr Gly Leu lie Ser Leu Ala Glu Ala Cys Arg Asp Ala 
65 70 75 80 

Gly Leu Asp Tyr Gly Lys Gly Glu Leu Arg Gly Ala Asp val Leu Thr 
85 90 95 

Ala Arg Ala Gly Val Asp Ser Asn Tyr Asp Ser Tyr Arg Ala Trp His 
100 105 110 

Asp Ala Asp Pro Ala Thr Val Thr Pro Ser Asp Ala Lys Ser Leu Phe 
115 120 125 

val Arg Leu Leu val Ala Gly Thr Ser Ser Asp Val Gly Pro val Gin 
130 135 140 

Ala Ala Leu Leu Gly Ser Thr Gly Ala Asn Tyr Thr Val Ser Cys Gly 
145 150 155 160 

Cys Ala Ser Ser Ser val Leu Leu Gly lie Ala Arg Met Met lie Ala 
165 170 175 

Ser Gly Gin Ser Asp Leu Val Val Val Thr Gly Val Asp Arg Phe Asp 
180 185 190 

Thr Glu Arg Val Leu His Gly His Arg Leu Arg Glu Val Val Glu Arg 
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195 200 205 

Glu Gly Val Thr Val Arg His Asn Ser Asp Pro Pro Ala Ala Pro Arg 
210 215 220 

His Asp Arg Pro Met Arg Pro Tyr Asp Ala Ala Gly Asp Cys Met Asn 
225 230 235 240 

Tyr Gly Asp Gly Ser val Thr Leu lie Leu Glu Ser Arg Glu His Ala 
245 250 255 

Ala Ala Arg Gly Ala Arg Thr His Gly Ala Val Leu Gly Gin Ala Thr 
260 265 270 

Thr Arg Gly Gly Leu Asn Ser Ala Val Ala lie Asp Thr Gly Gly Thr 
275 280 285 

Gly Leu Ala Glu Ala Ala Arg Arg Ala Leu Gly Asp His Thr Ser Leu 
290 295 300 

Gly Arg lie Pro Tyr Val Asn Gly Gly Gly Glu Gly Asp Ala Leu Phe 
305 310 315 320 

Thr Arg lie Glu Ser Asn Ala Val Arg Ala Leu Trp Gly Asp Arg Ser 
325 330 335 

Glu Gin Val Leu Val Ser Ser Gin Glu Ala Cys Phe Gly His Ser Gly 
340 345 350 

Ala Pro Leu Gly Asn Leu Gly Thr Ala Leu Thr Leu Met Met Met Arg 

355 360 365 

Glu Gly Glu Val Cys Pro Thr Ala Asn Cys Ala Thr Pro Ser Pro val 
370 375 380 

Cys Thr Phe Asp Pro Val Pro Gly Thr Arg Thr Arg Ala Leu Gly Phe 
385 390 395 400 

Asp Arg Ala Leu Ser Phe Asn Tyr Gin Val Gly Gly Val Asn Ser Ala 
405 410 415 

Leu Leu Leu Gly Gly Gly Asp val Cys 
420 425 

<210> 6 
<211> 1658 
<212> DNA 

<213> Streptomyces griseus 
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<400> 6 
atgtgctcga 


tccggcgtcc 


gccgccgtgc 


ccacggcgga 


gcagtgcgtg 


ctgggtcccc 


60 


tgctcaggcg 


acgtgccgcc 


gcagcaccgg 


cggcgccgta 


cgcgttgatg 


ccggacggtg 


120 


acctctggac 


gtacgcgcgc 


accctccggg 


agaccgagga 


gacggccgcc 


gcgctccagg 


180 


cgctgggagt 


cgtcccgggc 


gaactggtgc 


tgagctggct 


gcccaacgga 


cccgacgcgc 


240 


tgcgcgcctg 


gtacggggtc 


aacctggcgg 


gcgcggtcct 


ggtgccgctc 


aacatcgcct 


300 


accggggtgc 


gatcctgcgt 


caggtgatcg 


ccgacagcgg 


yyi_i_yayy i_y 


ctgatctgcc 


360 


ggccgtcgct 


nnrnnrrrnn 
yy*-yy*-*-*-yy 


ctggaggatt 


cggacgacgc 


yy L yyyyy>-y 


gtgcgcacgg 


420 


tggtcctgct 


gccggggccc 


gaggacgcgg 


cccaggacgt 


ggaggcgctc 


yi_i_yyyi_yyi_ 


480 


tggccacgcg 


cttccgggtg 


gagaccgcac 


tgcgcgcgga 


rrnnnrnnan 

>_>_yyy>_yya.y 


ttcgcggagc 


540 


cggtgcccgc 


cccccggccg 


tgggaCCCgC 


agaccgtcat 


ctacacctcc 


gggacgaccg 


600 


gtccgtccaa 


gggCgtCgtC 


tcctcctacg 


cgcacctgta 


cagcagttgc 


accgccgcgt 


660 


tccacggcat 


ggccggaccg 


gaggaccgct 


atctgctgca 


actgccgctg 


ttccacgcgg 


720 


gcggcacgat 


CggcgCgtaC 


n n n a 1" n r 1" n n 
yyyaiyL i_yy 


tgcacggcgg 


ttcggtgacg 


gtcgtgcccg 


780 


cgttcaccac 


cggggagttc 


tggccgctga 


tccggcggac 


ggggacgacc 


ctgtgcacgc 


840 


tgctcggcgt 


gatggcgacc 


tatctgctca 


agcagccgcc 


gctgccgcag 


gacaccgcgc 


900 


cicccgttgcg 


ggcggcctac 


gtcatcccgt 


tcaccgaggg 


ggcgacggag 


ttctccaagc 


960 


n n 1" 1" c n n n n 1" 

yy L Li -yyyy L 


cccggtccgc 


gcgctgttca 


acatgaccga 


ggtgtcgtgt 


ccggtgctct 


1020 


ccgcgccgga 


ccaccacccg 


ggcgtcccga 


tgcactgcgg 


ggagccccgg 


ccggggatcg 


1080 


ccgcgcgggt 


cgtcgacgac 


cacgaccggg 


aggtggcgga 


< -yy>-y ci yy , -y 


ggcgaactgg 


1140 


tgctgcgcgc 


ggaccgtccg 


"tggtCgttCC 


tgagcggcta 


cctcggccgg 


cccgccgaga 


1200 


cggccgccgt 


ctggcgcaac 


ggctggttcc 


acaccgggga 


caccttccgc 


cgggccccgg 


1260 


acggcgggct 


ggtcttcgtg 


gaccgcaaga 


aggacgccat 


ccgcaggcgc 


ggcgagaaca 


1320 


tctcctcctt 


cgaggtggag 


nrnrannrnn 
y*-y^iyy^-yy 


tggcccaccc 


nnnnn1~nr1~n 

yyyyy L y"~ L y 


nannrnnrnn 
yo-yyt-yy^yy 


1380 


cggtggcggt 


gcccggcgac 


gagggcgagg 


acgaggtgct 


gctggtggtg 


gcggaccgcg 


1440 


acccctcggc 


cccggtcgac 


ccggcggcgc 


tgctggagtt 


cctgcgggag 


cggctggccc 


1500 


acttcatgct 


gccgcgctac 


atccgggtgc 


tgcccgagct 


cccgaagact 


cccaccggca 


1560 


agccgaccaa 


gcacacgctg 


cgcgccgagg 


gcgtggtggc 


ggggacgtgg 


gaccgcgagg 


1620 


ccgcgggcat 


ccggatacgc 


agggagaaga 


tcgtatga 






1658 



<210> 7 
<211> 555 
<212> PRT 

<213> Streptomyces griseus 
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Met lie Asp Asp Val Leu Asp Pro Ala Ser Ala Ala Val Pro Thr Ala 
15 10 15 

Glu Gin Cys Val Leu Gly Pro Leu Leu Arg Arg Arg Ala Ala Ala Ala 
20 25 30 

Pro Ala Ala Pro Tyr Ala Leu Met Pro Asp Gly Asp Leu Trp Thr Tyr 
35 40 45 

Ala Arg Thr Leu Arg Glu Thr Glu Glu Thr Ala Ala Ala Leu Gin Ala 
50 55 60 

Leu Gly val val Pro Gly Glu Leu Val Leu Ser Trp Leu Pro Asn Gly 
65 70 75 80 

Pro Asp Ala Leu Arg Ala Trp Tyr Gly Val Asn Leu Ala Gly Ala Val 
85 90 95 

Leu val Pro Leu Asn lie Ala Tyr Arg Gly Ala lie Leu Arg Gin val 
100 105 110 

lie Ala Asp Ser Gly Ala Glu val Leu lie Cys Arg Pro Ser Leu Ala 
115 120 125 

Ala Arg Leu Glu Asp Ser Asp Asp Ala Val Gly Ala Val Arg Thr val 
130 135 140 

Val Leu Leu Pro Gly Pro Glu Asp Ala Ala Gin Asp Val Glu Ala Leu 
145 150 155 160 

Ala Gly Arg Leu Ala Thr Arg Phe Arg Val Glu Thr Ala Leu Arg Ala 
165 170 175 

Asp Arg Ala Glu Phe Ala Glu Pro Val Pro Ala Pro Arg Pro Trp Asp 
180 185 190 

Pro Gin Thr Val lie Tyr Thr Ser Gly Thr Thr Gly Pro Ser Lys Gly 
195 200 205 

Val Val Ser Ser Tyr Ala His Leu Tyr Ser Ser Cys Thr Ala Ala Phe 
210 215 J 220 

His Gly Met Ala Gly Pro Glu Asp Arg Tyr Leu Leu Gin Leu Pro Leu 
225 230 235 240 
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Phe His Ala Gly Gly Thr lie Gly Ala Tyr Gly Met Leu val His Gly 
245 ' 250 255 

Gly Ser Val Thr Val Val Pro Ala Phe Thr Thr Gly Glu Phe Trp Pro 
260 265 270 

Leu lie Arg Arg Thr Gly Thr Thr Leu Cys Thr Leu Leu Gly val Met 
275 280 285 

Ala Thr Tyr Leu Leu Lys Gin Pro Pro Leu Pro Gin Asp Thr Ala His 
290 295 300 

Pro Leu Arg Ala Ala Tyr Val lie Pro Phe Thr Glu Gly Ala Thr Glu 
305 310 315 320 

Phe Ser Lys Arg Phe Gly Val Pro Val Arg Ala Leu Phe Asn Met Thr 
325 330 335 

Glu val Ser Cys Pro val Leu Ser Ala Pro Asp His His Pro Gly val 
340 345 350 

Pro Met His Cys Gly Glu Pro Arg Pro Gly lie Ala Ala Arg Val Val 
355 360 365 

Asp Asp His Asp Arg Glu val Ala Asp Gly Glu Ala Gly Glu Leu val 
370 375 380 

Leu Arg Ala Asp Arg Pro Trp Ser Phe Leu Ser Gly Tyr Leu Gly Arg 
385 390 395 400 

Pro Ala Glu Thr Ala Ala Val Trp Arg Asn Gly Trp Phe His Thr Gly 
405 410 415 

Asp Thr Phe Arg Arg Ala Pro Asp Gly Gly Leu Val Phe Val Asp Arg 
420 425 430 

Lys Lys Asp Ala lie Arg Arg Arg Gly Glu Asn lie Ser Ser Phe Glu 
435 440 445 

Val Glu Ala Gin Ala Val Ala His Pro Gly Val Leu Glu Ala Ala Ala 
450 455 460 

val Ala val Pro Gly Asp Glu Gly Glu Asp Glu val Leu Leu val val 
465 470 475 480 

Ala Asp Arg Asp Pro Ser Ala Pro Val Asp Pro Ala Ala Leu Leu Glu 
485 490 495 
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Phe Leu Arg Glu Arg Leu Ala His Phe Met Leu Pro Arg Tyr lie Arg 
500 505 510 

Val Leu Pro Glu Leu Pro Lys Thr Pro Thr Gly Lys Pro Thr Lys His 
515 520 525 

Thr Leu Arg Ala Glu Gly Val Val Ala Gly Thr Trp Asp Arg Glu Ala 
530 535 540 

Ala Gly lie Arg lie Arg Arg Glu Lys lie val 



<210> 8 

<211> 32 

<212> DNA 

<213> ARTIFICIAL 

<220> 

<223> PCR PRIMER 



<220> 
<221> 

<222> CD-. (32) 

<223> synthetic PCR primer 

<220> 
<221> 

<222> (1)..(32) 

<223> Synthetic, PCR primer. 

<400> 8 

cggtgagctg cgcggcgcct cctcctcggt gc 



<210> 9 

<211> 33 

<212> DNA 

<213> ARTIFICIAL 

<220> 

<223> PCR PRIMER 



<220> 
<221> 

<222> (1).. (33) 

<223> Synthetic, PCR primer. 

<400> 9 

gcaccgagga ggaggcgccg ccgcagctca ccg 



<210> 10 

<211> 32 

<212> DNA 

<213> ARTIFICIAL 
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<220> 

<223> PCR PRIMER 



<220> 
<221> 

<222> (1)..C32) 

<223> Synthetic, PCR primer. 

<400> 10 

gcgtggcggg ctccggcaat gtggcgctgc gg 



<210> 11 

<211> 32 

<212> DNA 

<213> ARTIFICIAL 

<220> 

<223> PCR PRIMER 



<220> 
<221> 

<222> (1)..(32) 

<223> synthetic PCR primer 

<220> 
<221> 

<222> (1).. (32) 

<223> Synthetic, PCR primer. 

<400> 11 

ccgcagcgcc acattgccgg agcccgccac gc 



<210> 12 

<211> 33 

<212> DNA 

<213> ARTIFICIAL 
<220> 

<223> PCR PRIMER 



<220> 
<221> 

<222> (1)..(33) 

<223> synthetic PCR primer. 

<220> 
<221> 

<222> (1)..(33) 

<223> Synthetic, PCR primer. 

<400> 12 

cgccggggag accatatgat cgacgatgtg etc 



<210> 13 

<211> 33 

<212> DNA 

<213> ARTIFICIAL 



32 



33 
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<220> 

<223> PCR PRIMER 



<220> 
<221> 

<222> (1)..(33) 

<223> Synthetic, PCR primer. 

<400> 13 

ctggcccgcc cggaattctt cctggttcat acg 

<210> 14 

<211> 27 

<212> DNA 

<213> ARTIFICIAL 

<220> 

<223> PCR PRIMER 



<220> 
<221> 

<222> (1)..(27) 

<223> synthetic, PCR primer. 

<220> 
<221> 

<222> (1)..(27) 

<223> Synthetic, PCR primer. 

<400> 14 

tggacgcggg ggccatatga gcaagag 



<210> 15 

<211> 28 

<212> DNA 

<213> ARTIFICIAL 

<220> 

<223> PCR PRIMER 



<220> 
<221> 

<222> (1)..(28) 

<223> Synthetic, PCR primer. 

<400> 15 

cgcgctggtc acccatatgg ggttctgc 



<210> 16 

<211> 28 

<212> DNA 

<213> ARTIFICIAL 

<220> 

<223> PCR PRIMER 
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<220> 
<221> 

<222> (1)..(28) 

<223> Synthetic, PCR primer. 

<400> 16 

gccgcgtcgc catgcattga acgtgggt 



<210> 17 

<211> 40 

<212> DNA 

<213> ARTIFICIAL 

<220> 

<223> PCR PRIMER 



<220> 
<221> 

<222> (1)..(40) 

<223> Synthetic, PCR primer. 

<400> 17 

cctcaggccc atggtctaga gcaccatcct gcggcgcctg 

<210> 18 

<211> 34 

<212> DNA 

<213> ARTIFICIAL 

<220> 

<223> PCR PRIMER 



<220> 
<221> 

<222> (1)..(34) 

<223> Synthetic, PCR primer. 

<400> 18 

gcagaggcag atctgcagac atcgccacct ccca 



<210> 19 

<211> 40 

<212> DNA 

<213> ARTIFICIAL 

<220> 

<223> PCR PRIMER 



<220> 
<221> 

<222> (1)..(40) 

<223> Synthetic, PCR primer. 

<400> 19 

gaccccgtcc atggtctaga cattcgaccc ggtccccggc 
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<210> 20 

<211> 34 

<212> DNA 

<213> ARTIFICIAL 

<220> 

<223> PCR PRIMER 



<220> 
<221> 

<222> (1)..(34) 

<223> Synthetic, PCR primer. 

<400> 20 

gtgaacgtag atcttggcaa gtcgccgcct tcgt 34 



Page 22 



